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Following the publication of the original article [1], the authors identified that Appendix 
D was missing in Additional file 1. The additional file has been updated.

The original article [1] has been corrected.

Supplementary Information
The online version contains supplementary material available at https://​doi.​org/​10.​1186/​s12859-​024-​05653-5.

Additional file 1. Supplementary Materials: The supplementary materials contain derivations of the variance 
estimates for SI and MLE and their difference in Appendix A. In Appendix B we present additional simulation results. 
Supplementary Figures are shown in Appendix C. Appendix D Estimation via Expectation Conditional Maximization 
(ECM).
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