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ERRATUM Open Access
Erratum to: Efficient experimental design
for uncertainty reduction in gene
regulatory networks

Roozbeh Dehghannasiri1,2, Byung-Jun Yoon1,2,3 and Edward R. Dougherty1,2*
Erratum
During the production of this article [1], errors oc-
curred in equations and algorithms. The Editorial
Department of BMC Bioinformatics would like to apolo-
gise and inform its readers that an updated version is now
available on the BMC Bioinformatics website.
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