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Correction: Advancing drug–target 
interaction prediction: a comprehensive 
graph‑based approach integrating knowledge 
graph embedding and ProtBert pretraining
Warith Eddine Djeddi1,2*, Khalil Hermi2, Sadok Ben Yahia3,5 and Gayo Diallo4 

Correction to: BMC Bioinformatics (2023) 24:488  
https://doi.org/10.1186/s12859-023-05593-6

Following the publication of the original article [1], the authors identified errors in cal-
culating the percentages of improvement and deterioration among DTIOG variants in 
the Results and discussion section. The changes have been highlighted with bold type-
face and are shown in Additional file 1.

The original article [1] has been corrected.
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