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Erratum to: Implementation of a
methodology for determining elastic
properties of lipid assemblies from
molecular dynamics simulations
Niklaus Johner1*, Daniel Harries2 and George Khelashvili3
Unfortunately, the original version of this article [1]
contained an error. The incorrect version of Scheme 4
was used and Scheme 4 and 6 were also accidentally
interchanged during processing. The correct schema
and labelling is presented below.

Scheme 4. Calculating lipid tilts and splays

* Correspondence: niklaus.johner@a3.epfl.ch
1
Swiss Institute of Bioinformatics, Klingelbergstrasse 50/70, Basel, Switzerland
Full list of author information is available at the end of the article
© 2016 The Author(s). Open Access This article is distributed under the terms of the Creative Commons Attribution 4.0
International License (http://creativecommons.org/licenses/by/4.0/), which permits unrestricted use, distribution, and
reproduction in any medium, provided you give appropriate credit to the original author(s) and the source, provide a link to
the Creative Commons license, and indicate if changes were made. The Creative Commons Public Domain Dedication waiver
(http://creativecommons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated.

Johner et al. BMC Bioinformatics (2016) 17:236

Page 2 of 2

Scheme 6. Calculate tilts and splays for each leaflet of a planar bilayer separately
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