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Following the publication of the original article [1], the authors identified that the fund-
ing note is incorrect.

The correct funding note is given below.
Funding note:
This project has received funding from the Innovative Medicines Initiative 2 Joint 

Undertaking under grant agreement No 116026 H2020 EU "HARMONY" project. This 
Joint Undertaking receives support from the European Union’s Horizon 2020 research 
and innovation programme and EFPIA. Moreover the research leading to these results 
has received funding from the European Union’s Horizon 2020 research and innova-
tion programme “VEO” Grant n. 874735, and from ETN-ITN “ImforFuture” Grant n. 
721815. The “HARMONY” and “VEO funding bodies were partially used to pay staff 
salaries, while the “ImforFuture” funding body partially supported the purchase of the 
high performing machine server used for the experiment.

The author group has been updated above and the original article [1] has been 
corrected.
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The original article can be 
found online at https://​doi.​
org/​10.​1186/​s12859-​020-​
03780-3.
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